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C[name] th36

Clparameter_names] phi, n, nw, rhow, rho1, rho2, sig1, sig2, Rmain, zz, Rshift, bckgr

C[parameter_init_values] 0.01, 3, 0.1, -0.56e10, 2e10, 3e10, 50.0, 20.0, 800.0, 0.2, 10.0, 0.01

Cl[parameter_init_range] [0.0..1.0], [1..100], [0.0..1.0), [-1€10..10e10], [-1€10..10e10], [-1e10..10e10], [0.0..10000.0}, [0.0..10000}, [0.0..100000.0}, [0.0..10000}, [0.0..10000.0}, [0.0..1.0]

Clparameter_units] [1], [1], [1], [1/em*2], [1/em*2], [1/em*2], [A], [A], [A], [?1], [A], [1/cm]

Clparameter_info] [Konzentration Polymer], [Anzahl der Schichten], [width of n-distribution], [SLD Wasser], [SLD der zentralen Schicht (1)], [SLD der Dekoration (2)], [Dicke der zentralen Schicht (1)}, [Dicke der Dekoration (2)]
Clinfo] "Multilamellar vesicle model",, "Model author: Henrich Frielinghaus”,, "hitps/journals.aps.org/pre/abstract/10.1103/PhysRevE.76.051603",, "Fortran code: Henrich Frielinghaus®,, "qtikws adaptation: Vitally Pipich"

WOONOHWN =

function th36(x,xphi,xn,xnw,xrhow,xrho1,xrho2,xsig1,xsig2,

xRmain,xzz xRshift, xbckgr)
Cc
implicit none
double precision th36
double precision x
Cc
double precision Pi
parameter (Pi = 3.14159265358979323846264338328d0)
Cc
double precision xphi ! Konzentration Polymer
double precision xn ! Anzahl der Schichten
double precision xnw ! width of n-distribution
double precision xrhow ! SLD Wasser
double precision xrho1,xrho2 ! SLD der zentralen Schicht (1) und Dekoration (2)
double precision xsig1,xsig2 ! Dicke der zentralen Schicht (1) und Dekoration (2)
double precision xRmain | Main Radius
double precision xzz ! Z - Schultz distribution
double precision xRshift ! Maximum possible shift
double precision xbckgr ! background
c
double precision q | Q-Vektor
double precision phi ! Konzentration Polymer
double precision n ! Anzahl der Schichten
double precision nw ! width of n-distribution
double precision rhowW ! SLD Wasser
double precision rho1,rho2 ! SLD der zentralen Schicht (1) und Dekoration (2)
double precision sig1,sig2 ! Dicke der zentralen Schicht (1) und Dekoration (2)
double precision Rmain ! Main Radius
double precision zz 1 Z - Schultz distribution
double precision Rshift ! Maximum possible shift
double precision bckgr ! background
Cc
double precision drho1,drho2 ! Kontrast der zentralen Schicht (1) und Dekoration (2) zum L"osungsmittel
Cc

double precision bmin,bmax ! Integrationsgrenzen
double precision eps ! Fehler
inteaer maxit ! Maximale Iterationen



C[name]

C[name] th36
;;am;r_names] phi, n, nw, rhow, rho1, rho2, sig1, sig2, Rmain,

Rshift, bckgr

Clparameter_init_values] 0.01, 3, 0.1, -0.56e10, 2e10, 3e10, 50.0, 20.0,800.0, 0.2, 10.0, 0.01

Clparameter_init_range] [0.0..1.0], [1..100], [0.0..1.0}, [-1e10..10e10], [-110..10e10], [-1€10..10e10], [0.0..10000.0}, [0.0..10000}, [0.0..100000.0}, [0.0..10000}, [0.0..10000.0], [0.0..1.0]

Clparameter_units] [1], [1], [1], [1/em*2], [1/em*2], [1/ecm”2], [A], [A], [A] [71], [A], [1/cm]
Clparameter_info] [Konzentration Polymer], [Anzahl der Schichten], [

of n-distribution], [SLD Wasser], [SLD der zentralen Schicht (1)], [SLD der Dekoration (2)], [Dicke der zentralen Schicht (1)], [Dicke der Dekoration (2)]

Clinfo] "Multilamellar vesicle model",, "Model author: Henrich Frielinghays”,, "hitps//journals.aps.org/pre/abstract/10.1103/PhysRevE.76.051603",, "Fortran code: Henrich Frielinghaus®,, "qtikws adaptation: Vitally Pipich"

function th36(x,xphi,xn,xnw,xrhow,xrho1,xrho2,xsig1,xsig2,

Included

1\

+Fortran

Info

Fit.Control

Files

Options

o e n

&phi, &n, &nw, &rhow, &rho1, &rho2, &sig1, &sig2, &Rmain, &zz, &Rshift, &bckgr)l

i xRmain,xzz xRshift, xbckgr)
C
implicit none
double precision th36 [ » | ‘ sasview || qtikws/qgtisas fortran |
double precision x ‘ = - —
c 234 # —
T - 7 o *
Cc
double precision xphi ! Konzentration Polymer
double precision xn ! Anzahl der Schichten
double precision xnw ! width of n-distribution
double precision xrhow ! SLD Wasser
double precision xrho1,xrho2 ! SLD der zentralen Schicht (1) und Dekoration (2)
double precision xsig1,xsig2 ! Dicke der zentralen Schicht (1) und Dekoration (2)
double precision xRmain | Main Radius
double precision xzz ! Z - Schultz distribution
double precision xRshift ! Maximum possible shift
double precision xbckgr ! background
c
double precision q | Q-Vektor
double precision phi ! Konzentration Polymer
double precision n ! Anzahl der Schichten
double precision nw ! width of n-distribution
double precision rhoW ! SLD Wasser
double precision rho1,rho2 ! SLD der zentralen Schicht (1) und Dekoration (2)
double precision sig1,sig2 ! Dicke der zentralen Schicht (1) und Dekoration (2)
double precision Rmain ! Main Radius
double precision zz 1 Z - Schultz distribution
double precision Rshift ! Maximum possible shift
double precision bckgr ! background
C
double precision drho1,drho2 ! Kontrast der zentralen Schicht (1) und Dekoration (2) zum L"osungsmittel
C

double precision bmin,bmax ! Integrationsgrenzen
double precision eps ! Fehler
inteaer maxit ! Maximale Iterationen
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I

C[parameter init_ _range] [0.0..1.0], [1..100], [0.0..1.0}, [-1e10..10e10],

C[parameter_name]

Rshift, bekgr

'C[parameler names] |phi, n, nw, rhow, rho1, rho2, sig1, sig2, Rmain, zz, ,
atdes] 0.01, 3, 0.1, -0.56e10, 2e10, 3e10, 50.0, 20.0, [800.0, 0.2, 10.0, 0.01
10..10e10}, [-1€10..10e10], [0.0..10000.0], [0.0..10000], [0.0..100000.0}, [0.0..10000}, [0.0..10000.0], [0.0..1.0)

[
Clparameter_units] (1], [1]. [1], [1/em*2], [1/cm*2], [1/cm2], [A], [A], [C']‘I?ﬂ. [A], [1/cm]

Clparameter_info] [Konzentration Polymer], [Anzahl der Schichten], [t
Cfinfo] "Multilamellar vesicle model",, "Model author: Henrich Frielingha

funclion th36{x,xphi,xn.xnw,xrhow,xrho1,xrho2 xsig1,xsig2,
XRnpain,xzz xRshift xbckgr)

Implicitjnone

h of n-distribution], [SLD Wasser], [SLD der zentralen Schicht (1)], [SLD der Dekoration (2)], [Dicke der zentralen Schicht (1)}, [Dicke der Dekoration (2)]
Is",, "hitps://journals.aps.org/pre/abstract/10.1103/PhysRevE.76.051603",, "Fortran code: Henrich Frielinghaus”,, "qtikws adaptation: Vitaliy Pipich"

+Fortran Info Fit.Control Files Options

Included

1\

| fortran |

Th

&phi, &n, &nw, &rhow, &rho1, &rho2, &sig1, &sig2, &Rmain, &zz, &Rshift, &bckgr)l

double jprecision th36 ‘ sasview V’-f'»““-‘-'45 gtisas

double precision x

o 234 > f=HtP—
ou
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double precision xphi ! Konzentration Polymer

double precision xn ! Anzahl der Schichten

double precision xnw ! width of n-distribution

double precision xrhoW ! SLD Wasser

double precision xrho1,xrho2 | SLD der zentralen Schicht (1) und Dekoration (2)
double precision xsig1,xsig2 ! Dicke der zentralen Schicht (1) und Dekoration (2)

double precision xRmain ! Main Radius

double precision xzz ! Z - Schultz distribution
double precision xRshift ! Maximum possible shift
double precision xbckgr ! background

double precision q ! Q-Vektor

double precision phi ! Konzentration Polymer
double precision n ! Anzahl der Schichten
double precision nw ! width of n-distribution
double precision rhoW !SLD Wasser

double precision rho1,rho2 | SLD der zentralen Schicht (1) und Dekoration (2)
double precision sig1,sig2 ! Dicke der zentralen Schicht (1) und Dekoration (2)
double precision Rmain ! Main Radius

double precision zz ! Z - Schultz distribution
double precision Rshift ! Maximum possible shift
double precision bckgr ! background

double precision drho1,drho2 ! Kontrast der zentralen Schicht (1) und Dekoration (2) zum L"osungsmittel

double precision bmin,bmax ! Integrationsgrenzen
double precision eps ! Fehler
inteaer maxit ! Maximale lterationen

Dependent pariable y

Indepandergt variable X
2 Name Initial Value Vary?From..To Info
y 17| phi [ 0.01 0.0.1.0 [1] Konzentration Polymer
, 2 [[s 1..100 [1] Anzahl der Schichten
30w [fo-1 0.0.1.0 [1] width of n-distribution
47 thow ||:s e+09 -1€10..10e10 | [1/cm2) SLD Wasser
§A l rho1 [kzeno -1e10..10e10 | [1/cmA2] SLD der zentralen Schicht (1)
64 tho2 |foe+10 -1€10..10e10 | [1/cm2] SLD der Dekoration (2)
74| sigt |ls0 0.0..10000.0 | [A] Dicke der zentralen Schicht (1)
84 sig2 |0 0.0.10000 | [A] Dicke der Dekoration (2)
9 Rmain |80 0.0.100000.0 | [A] Main Radius
104 2z 0.2 0.0.10000 | [?1] Z - Schultz distribution
14 Rshift 10 0.0.10000.0 | [A] Maximum possible shift
1_2"‘ bekgr 0.01 [1/em] background




C[parameter_init_values]

double precision eps

inteaer maxit ! Maximale Iterationen

C[name] th36
C aramete hi, n, nw, rhow, rho1, rho2, sig1, sig2, Rmain, zz, Rshift, bckgr
D.01, 3, 0.1, -0.56e10, 2e10, 3e10, 50.0, 20.0, 800.0, 0.2, 10.0, 0.01
~Clparameter | g9e] [0.0..1.0], [1..100], [0.0..1.0}, [-1€10..10e10}, [-1e10..10e10], [-1€10..10e10], [0.0..10000.0}, [0.0..10000], [0.0..100000.0}, [0.0..10000}, [0.0..10000.0}, [0.0..1.0}
Clparameter_ units] (1], [1), [1]), [V/em?2], [1/em*2], [1/em?2], [A], [A], [A], [?1], [A), [1/cm]
Clparameter_info] [Konzentration Polymer], [Anzahl der Schichten], [width of n-distribution], [SLD Wasser], [SLD der zentralen Schight (1)], [SLD der Dekoration (2)], [Dicke der zentralen Schicht (1)}, [Dicke der Dekoration (2)]
Clinfo] "Multilamellar vesicle model",, "Model author: Henrich Frielinghaus”,, "hitps//journals.aps.org/pre/abstract/10.1103/PhysRevi.76.051603",, "Fortran code: Henrich Frielinghaus®,, "qtikws adaptation: Vitally Pipich"
funclion th36(x,xphi,xn,xnw,xrhow,xrho1,xrho2 xsig1,xsig2,
xRmain,xzz xRshift, xbckgr)
C
implicit none
double precision th36
double precision x
Cc
double precision Pi
parameter (Pi = 3.14159265358979323846264338328d0)
Cc
double precision xphi ! Konzentration Polymer
double precision xn ! Anzahl der Schichten
double precision xnw ! width of n-distribution
double precision xrhow ! SLD Wasser
double precision xrho1,xrho2 ! SLD der zentralen Schicht (1) und Dekoration (2)
double precision xsig1,xsig2 ! Dicke der zentralen Schicht (1) und Dekoration (2) ) 1
double precision xRmain ! Main Radius Dependent variable y
double precision xzz ! Z - Schultz distribution OV AT
double precision xRshift ! Maximum possible shift PCERONCHN YaraR etk
doubie precision xbckgr ! background . Name Initial Value) Vary?From.To Info
c
double precision q 1 Q-Vektor 1 1 : phi 0.01 0.0.1.0 [1] Konzentration Polymer
double precision phi ! Konzentration Polymer 22[n 3 1100 1] Anzahl der Schichien
double precision n | Anzahl der Schichten 3% nw |01 |l oo.to | [1] width of n-distribution
double precision nw ! width of n-distribution 47| thow -5.6e409 -1€10..10e10 | [1/cm*2] SLD Wasser
double precision rhow ! SLD Wasser 54 rhot 20410 1010.10010 | [1/cm"2] SLD der zentralen Schicht 1 ]
double precision rho1,rho2 | SLD der zentralen Schicht (1) und Dekoration (2) T s Conad BB BB il [/°"'A' ,w,,,’.;:" ;"m D
double precision sig1,sig2 ! Dicke der zentralen Schicht (1) und Dekoration (2) — 2 0410 -1e10.10010 :' om?2]"8LD e °';h @
double ision Rmain ! Main Radius sigl 50 0.0..10000.0 | [A] Dicke der zentralen Schicht (1)
double mlsion zz 1 Z - Schultz distribution 84 | sig2 20 0.0.10000 | [A] Dicke der Dekoration (2)
double prec!s?on Rshift ! Maximum possible shift 97 Rmain 800 0.0..100000.0 | [A] Main Radius
. double precision bckgr ! background 104 22 02 00.10000 | [?1] Z- Schultz distribution
double precision drho1,drho2 ! Kontrast der zentralen Schicht (1) und Dekoration (2) zum L"osungsmittel 1132 Ratit il 0,0:10000.0¢ | 1A] Masdanum possibls shift
c 124 bekgr 0.01 [1/em) background
double precision bmin,bmax ! Integrationsgrenzen L—] N ] i -
! Fehler




C[parameter _init_range]

[left..right]

WONDDNHEWN -

C[paramele names] phi n, nw, rhow, rho1, rho2, sig1, sig2, Rmain, zz, Rshift, bckgr
0.01, 3, 0.1, -0.56e10, 2e10, 3e10, 50.0, 20.0, 800.0, 0.2, 10.0, 0.01
[$.0..1.0], [1..100], [0.0..1.0], [-1€10..10e10], [-1€10..10e10], [-1€10..10e10], [0.0..10000.0], [0.0..10000}, [0.0..100000.0}, [0.9..10000], [0.0..10000.0], [0.0..1.0]
[1] [1/emA2], [1/em*2], [1/em*2], [A], [A], [A], [?1], [A], [1/cm]
C[parameler inro] [Konzentranon Polymer], [Anzahl der Schichten], [width of n-distribution], [SLD Wasser], [SLD der zentralen Schicht (1)], [SLD der Dekoration (2)], [Dicke der zentralen Schicht (1)], [Dicke der Dekoration (2)]
Cfinfo] "Multilamellar vesicie model",, "Model author: Henrich Frielinghaus”,, "https://journals.aps.org/pre/abstract/10.1103/PhysRevE.76.051603",, "Hortran code: Henrich Frielinghaus”,, "gtikws adaptation: Vitaliy Pipich"
funclion th36(x,xphi,xn.xnw,xrhow,xrho1,xrho2 xsig1,xsig2,
xRmain, xzz xRshift xbckgr)
C
Implicit none
C
double precision th36
double precision x
C
double precision Pi
parameter (Pi = 3.14159265358979323846264338328d0)
C
double precision xphi ! Konzentration Polymer
double precision xn ! Anzahl der Schichten
double precision xnw ! width of n-distribution
double precision xrhoW ! SLD Wasser
double precision xrho1,xrho2 | SLD der zentralen Schicht (1) und Dekoration (2)
double precision xsig1,xsig2 ! Dicke der zentralen Schicht (1) und Dekoration (2) :
double precision xRmain | Main Radius Dependent variable y
double precision xzz ! Z - Schultz distribution aasendenl variabials) Tx
double precision xRshift ! Maximum possible shift 3 ‘
double precision xbckgr ! background - Name Initial Value Vary?From. To Info
o 14| phi : 0.1. Konzentration Polymer
double precision q 1 Q-Vektor 1 = P 0.01 0.0..1.0 [ entration
double precision phi | Konzentration Polymer 5 S 1100 13 A dey Scichien
double precision n 1 Anzahl der Schichten 34| nw 0.1 | 00.10 | [1) width of n-distribution
double precision nw ! width of n-distribution 4" | rhow 560409 | | -1010.10e10 | [1fcm"2] SLD Wasser |
gmg:e mszn "n“g‘:vmoz !!S;ED V\‘/’asser R 54 rhot 20410 1810.10010 | [1fcm*2) SLD der zentralen Schicht (1)
louble sion i er zentra ul ekoration 7 I - T p 7
double precision sig1,sig2 ! Dicke der zentralen Schicht (1) und Dekoration (2) 7 010 1610.10010 | ffem2] SLD dor Dkaraton 2
double precision Rmain ! Main Radius 7% | sigl 50 0.0.10000.0 | [A] Dicke der zentralen Schicht (1)
double precision zz I Z - Schultz distribution 81 sig2 20 0.0..10000 | [4) Dicke der Dekoration (2)
double precision Rshift ! Maximum possible shift 9* Rmaln 800 0.0..100000.0 | [A] Main Radius
ey double precision bckgr ! background 104 2z 0.2 0.0..10000 | [71] Z- Schultz distribution
double precision drho1,drho2 ! Kontrast der zentralen Schicht (1) und Dekoration (2) zum L"osungsmittel :;Aj :;": ;o S0-1000 :" m“;’:':‘ﬁ"“ o
(o] _“ r I .01 | Il ! a
double precision bmin,bmax ! Integrationsgrenzen

! Fehler
! Maximale lterationen

double precision eps
inteaer maxit




C[parameter_units]

[UNITS]

C[name] th36

C[param er_| " init values]001 3, 01 -056910 2510 3610 500 200 8000 02 100 0.01

paramer units] [11J[1], [1], [1/em*2], [1/em*2], [1/em”2], [A], [A], [A], [?1], [A], [1/cm]

Clinfo] "Multilamellar vesicle model",, "Model author: Henrich Frielinghaus”,, *

[parameter_info] [Konzentration Polymer], [Anzahl der Schichten], [width of n-distribution], [SLD Wasser], [SLD der zentralen Schicht (1)], [SLD der Dekoratbll )1,
https://journals.aps.org/pre/abstract/10.1103/PhysRevE.76.051603",, "Fortran co

funclion th36(x,xphi,xn,xnw,xrhow,xrho1,xrho2 xsig1,xsig2,
xRmain,xzz xRshift, xbckgr)

implicit none

double precision th36
double precision x

double precision Pi
parameter (Pi = 3.1415926535897932384626433832840)

double precision xphi ! Konzentration Polymer

double precision xn ! Anzahl der Schichten

double precision xnw ! width of n-distribution

double precision xrhow ! SLD Wasser

double precision xrho1,xrho2 ! SLD der zentralen Schicht (1) und Dekoration (2)
double precision xsig1,xsig2 ! Dicke der zentralen Schicht (1) und Dekoration (2)
double precision xRmain | Main Radius

double precision xzz ! Z - Schultz distribution

double precision xRshift ! Maximum possible shift

double precision xbckgr ! background

double precision q | Q-Vektor

double precision phi ! Konzentration Polymer
double precision n | Anzahl der Schichten
double precision nw ! width of n-distribution

double precision rhoW ! SLD Wasser

double precision rho1,rho2 ! SLD der zentralen Schicht (1) und Dekoration (2)
double precision sig1,sig2 ! Dicke der zentralen Schicht (1) und Dekoration (2)
double precision Rmain ! Main Radius

double precision zz | Z - Schultz distribution

double precision Rshift ! Maximum possible shift

double precision bckgr ! background

double precision drho1,drho2 ! Kontrast der zentralen Schicht (1) und Dekoration (2) zum L"osungsmittel
double precision bmin,bmax ! Integrationsgrenzen

double precision eps ! Fehler
inteaer maxit ! Maximale lterationen

Depandent variable

y

range] (0.0..1.0], [1..100], [0.0..1.0}, [-1e10..10e10]}, [-1€10..10e10], [-1€10..10e10], [0.0..10000.0}, [0.0..10000], [0.0..100000.0}, [0.0..10000],

d

p.0..10000.0], [0.0..1.0)

Independent variable(s) x
2 Name Initial Value Vary?From.. T4 Info
1 14 phi 0.01 0.0.1.0 U} Polymer
: 2A|n 3 1..100 [1] Angahl der Schichten
34 nw 0.1 0.0..1.0 1] wi!tho' n-distribution
47 thow -5.6e409 -1e10..10410 n/cmfl SLD Wasser
54 rhot 2e+10 -1e10..10¢10 | [t/em’R] SLD der zentralen Schicht (1)
767‘ tho2 30410 161010410 | [t/cm"B] SLD der Dekoration (2)
7 Al sig1 50 0.0..10009.0 1 [A] Digke der zentralen Schicht (1)
b‘ sagz 20 00 IOOO( | [A] Di eder Dekorauon (2)
94 | Rmain 800 0.0..100040.0 | [A] M4in Radius
10 A zz 0.2 0.0..1000( [?1] ZJ- Schuitz distribution
11 A Rshift 10 0.0..10009.0 | [A] Mgximum possible shift
12 A bokgr 0.01 {1/cm}| background

[Dicke der zentralen Schicht (1)], [Dicke der Dekoration (2)]
Henrich Frielinghaus®,, "qtikws adaptation: Vitally Pipich"



C[parameter_info]

[INFO...]

C[name] th36
C[parameler names] phi n, nw, rhow rho‘l rhoz slg1 sigz Rmaln 2z, Rshm bekgr

WOONOHWN =

[1], [1], [1/em?2], [1/em*2], [1/em*2], [A], [A], [A]. [?1], [A], [1/cm]

Multilamellar veswle model",, “"Model author: Henrich Frielinghaus”,,

funclion th36(x,xphi,xn,xnw,xrhow,xrho1,xrho2 xsig1,xsig2,
xRmain,xzz xRshift, xbckgr)

implicit none

double precision th36
double precision x

double precision Pi
parameter (Pi = 3.1415926535897932384626433832840)

double precision xphi
double precision xn

! Konzentration Polymer

! Anzahl der Schichten

double precision xnw ! width of n-distribution

double precision xrhow ! SLD Wasser

double precision xrho1,xrho2 ! SLD der zentralen Schicht (1) und Dekoration (2)
double precision xsig1,xsig2 ! Dicke der zentralen Schicht (1) und Dekoration (2)

entration Polymer], [Anzahl der Schichten], [width of n-distrlbuﬂon]. [SLD Wasser], [SLD der zentralen Schicht (1)], [SLD der Dekoration (2)], [Dicke
https://journals.aps.org/pre/abstract/10.1103/PhysRevE.76.051603",, "Fortran code: Henrich Friplinghaus®,, "gtikws adaptation: Vitally Pipich"

ter_| mn range] [0.0..1.0], [1 1001 [oo 10) [-1910 10010] [-1€10..10810), [-1€10..10810}, [0.0..10000.0}, [0.0..10000}, [0.0..100000.0}, [0.0..10000}, [0.0..10000.0]} (0.0..1.0]
1

r zentralen Schicht (1)], [Dicke der Dekoration (2)]

double precision xRmain | Main Radius e vt
double precision xzz ! Z - Schultz distribution resiititind 3
double precision xRshift ! Maximum possible shift Independent variable(s) x
double precision xbckgr ! background > e E— — o
double precision q 1 Q-Vektor N A 0.01 0.0.1.0 | 1] Konzentration Polymer
double precision phi ! Konzentration Polymer 24|n 3 1..100 | [1] Anzahl der Schichten
dougle DfGC:SiO" n ! Anzahl drﬁl‘ Schlchlﬂen 35 nw 01 00.1.0 | (1] width of n-distribution
double precision nw ! width of n-distribution 7 3 =
double precision thoW I SLD Wasser A A 1R [0 Bl i
double precision rho1,rho2 ! SLD der zentralen Schicht (1) und Dekoration (2) 54| hot 2610 +1010..10010 | [1cm*2] SLD der zentralen Schicht (f)
double precision sig1,sig2 ! Dicke der zentralen Schicht (1) und Dekoration (2) 64 | ho2 3e+10 -1010..10e10 | [1] km*2] SLD der Dekoration (2)
double precision Rmain ! Main Radius 78 sigl 50 0.0..10000.0 | [A} Dicke der zentralen Schicht (1)
double precision zz ! Z - Schultz distribution 84 sig2 20  0.0.10000 | [A] Dicke der Dekoration (2)
double precision Rshift ! Maximum possible shift ] s P T T —
double precision bckgr ! background bt mein .0 100000, | I tatin Tiediog

|2z 0.2 0.0.10000 | [?}] Z- Schultz distribution
double precision drho1,drho2 ! Kontrast der zentralen Schicht (1) und Dekoration (2) zum L"osungsmittel 114 Rshift 10 0.0..10000.0 | [A} Maximum possible shift

12 4 bekgr 0.01 | [1fem) background

double precision bmin,bmax ! Integrationsgrenzen e = == i 1

! Fehler
! Maximale Iterationen

double precision eps
inteaer maxit




Clinfo]

C[name] th36
Clparameter_names] phi, n, nw, rhow, rho1, rho2, sig1, sig2, Rmain, zz, Rshift, bckgr

C[parameler lnit values]001 3,041, -056910 2310 3610 50.0, 20.0, 8000 0.2, 10.0, 0.01

Clpara

parameter_info] [Konzentration Polymer], [Anzahl der Schichten], [width of n-distribution], [SLD Wasser], [SLD der zentralen
ultilamellar vesicle model",, “"Model author: Henrich Frielinghaus”,, "hitps://journals.aps.org/pre/abstract/10.1103/Phys

arameter unlts] [11[11 [11 [1Icm"2] [1Icm“2] [1/cm"2] AL (AL AL [711 [A] [1/cm]

function th36(x,xphi,xn,xnw,xrhow,xrho1,xrho2 xsig1,xsig2,
xRmain,xzz xRshift, xbckgr)

implicit none

double precision th36
double precision x

double precision Pi
parameter (Pi = 3.1415926535897932384626433832840)

double precision xphi ! Konzentration Polymer

double precision xn ! Anzahl der Schichten

double precision xnw ! width of n-distribution

double precision xrhow ! SLD Wasser

double precision xrho1,xrho2 ! SLD der zentralen Schicht (1) und Dekoration (2)
double precision xsig1,xsig2 ! Dicke der zentralen Schicht (1) und Dekoration (2)
double precision xRmain | Main Radius

double precision xzz ! Z - Schultz distribution

double precision xRshift ! Maximum possible shift

double precision xbckgr ! background

double precision q | Q-Vektor

double precision phi ! Konzentration Polymer
double precision n | Anzahl der Schichten
double precision nw ! width of n-distribution

double precision rhoW ! SLD Wasser

double precision rho1,rho2 ! SLD der zentralen Schicht (1) und Dekoration (2)
double precision sig1,sig2 ! Dicke der zentralen Schicht (1) und Dekoration (2)
double precision Rmain ! Main Radius

double precision zz | Z - Schultz distribution

double precision Rshift ! Maximum possible shift

double precision bckgr ! background

double precision drho1,drho2 ! Kontrast der zentralen Schicht (1) und Dekoration (2) zur

double precision bmin,bmax ! Integrationsgrenzen
double precision eps ! Fehler
inteaer maxit ! Maximale Iterationen

144

Code | +Includ<_ed +Fortran

th36_(&x, &phi, &n, &nw, &rhow, &rho1, &rho2, &sig1, &sig2, &Rmain, &2z, &Rshift, &bckgr)::
Multilamellar vesicle model

Model author: Henrich Frielinghaus

hitps:/j Is.aps.org/p 10.1103/PhysRevE.76.051603
Fortran code: Henrich Frielinghaus
qlikws/qtisas adaptation: Vitally Pipich

v. 2021-03-10

B/t U MS ShellDig 2

icht (1)], [SLD der Dekoration (2)], [Dicke der zentralen Schicht (1)], [Dicke der Dekoration (2)]
RevE.76.051603",, "Fortran code: Henrich Frielinghaus®,, "gtikws adaptation: Vitally Pipich"
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